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RESULTS

Total cohort
n=438

To validate the performance of the CP-GEP model in predicting
prognosis in stage |-l melanoma
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in primary tumor tissue

Genes: SERPINE2, PLAT, LOXL4, TGFBR1,
GDF15, ITGB3, IL8, MLANA
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Box 3 Kaplan-Meier curves, Hazard ratios and 5-year and 10-year RFS, OS and MSS at a median follow-up of 115

CAN CP-GEP PREDICT RISK OF RECURRENCE AND DEATH? months, stratified by CP-GEP result (High or Low risk).

METHOD CONCLUSION

S Danish Inclusion criteria
1 D .  First-time invasive cutaneous melanoma (T1-T3)
+ Multicentre * Age 218 yr
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